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Structure of the DDB1-CRBN E3 Ubiquitin Ligase Bound to Thalidomide
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IMiDs Binding to Cereblon
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CRBN Substrates

Ubiquitination & degradation Outcomes
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Design and Synthesis of Novel Cereblon Binders
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Reported CRBN Molecular Glue Degraders and Their Primary Targets
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Multicomponent Reaction Synthesis of a Diverse CRBN Molecular Glue Library
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|dentification of Potent WEE1/CK1a Dual Degraders
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|dentification of Potent WEE1/CK1a Dual Degraders
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Structure—Activity Relationship of WEE1/CK1a Molecular Glue Degraders
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Structure—Activity Relationship of WEE1/CK1a Molecular Glue Degraders
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Structural analysis of Ternary Complexes
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Molecular Glue Degraders Induce Target Degradation in Multiple Tumor Cell Lines
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Molecular Glue Degraders Induce Target Degradation in Multiple Tumor Cell Lines
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Compounds

nature communications
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Selective CKlax degraders exert
antiproliferative activity against a broad
range of human cancer cell lines
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